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NIH MERIT Awards

Established in 1986, the NIH has offered MERIT (Method to Extend Research In Time)
awards to selected investigators who have demonstrated superior competence and out-
standing productivity during their previous research endeavors. The principle feature of the
MERIT award is to relieve the selected applicant from writing frequent renewal applications
by providing the opportunity to gain up to 10 years of support in two
segments. Specifically, an initial 5-year RO1 award is accompa-
nied by an opportunity for an extension of 3-5 years, based on an
expedited review of accomplishments during the initial period. In-
vestigators do not apply for MERIT awards. Rather, the NIH staff
and advisors identify individuals to be offered MERIT awards from
competing RO1 applications, prepared and submitted in accor-
dance with conventional NIH procedures. However, it is important
to note that only applications requesting 5 years of support are eli-
gible for MERIT awards. Typically, MERIT recipients have re-
ceived two consecutive RO1 percentile rankings under 5%. To be selected for a MERIT
Award is truly an extraordinary achievement.

Our department now boasts two MERIT award recipients: Smita Patel and Ann Stock. In
June, Dr. Patel was informed that her RO1 application was selected to receive a MERIT
award and Ann Stock’s 2003 MERIT award was granted the full 5-year extension (2008-
2013). CONGRATULATIONS TO DRS. PATEL AND STOCK!

Departmental News
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served as the chair of the Reverse transcriptase/Viral Inhibitor
session of the Cold Spring Harbor Retrovirus meeting, May 2007.
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and Claire Moore (Tufts Medical School) were awarded a
competitive renewal of their collaborative NIH RO1grant entitled "The cou-
pling of MRNA transcription and 3'-end formation" in the amount of $475,000 direct costs
per year for four years (9/1/07 - 8/31/11).
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As the summer vacation season is upon us, please inform the
Departmental Office if you plan to be away for an extended
period of time.




